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[ Abstract] Objective: The targets and signaling pathways of Xuanfei Huazhuo prescription (XFHZP)

for the treatment of coronavirus disease-2019 (COVID-19) were explored, and its possible action mechanisms
were described through network pharmacology and basic analysis of modern pharmacology. Method: The
compounds and targets in XFHZP were collected through TCMSP and BATMAN-TCM databases. The targets of
COVID-19 were studied by GeneCards, NCBI and CTD databases. The PPI network was constructed through
STRING database. The networks of "herb-meridian" and "traditional Chinese medicines-compounds-targets-
disease" were generated by Cytoscape 3.7.0. Then, Kyoto Encyclopedia of Genes and Genomes (KEGG)
analysis and Gene Ontology (GO) analysis were made for shared targets through the Omicshare platform. In
addition, the disease targets of multiple organ injury, immune injury and severe acute respiratory syndrome
(SARS) were retrieved and then mapped with XFHZP. The ratio of intersection targets to XFHZP's targets was
calculated. Result: XFHZP has 10 traditional Chinese medicines in total, including 6 medicines with the
meridian tropism to lung, 5 medicines with the meridian tropism to the spleen and 5 medicines with the meridian
tropism to the stomach. There were 409 compounds and 2 271 targets. There were 8§ same inflammatory factors
in targets between XFHZP and COVID-19, and each inflammatory factor corresponded to multiple compounds.
XFHZP and COVID-19 had 135 intersection targets, and 36 key targets were screened out. A total of 172
signaling pathways were screened out through KEGG signal pathway enrichment (P<0. 05). There were 4 000
biological processes, 254 cell components, and 408 molecular functions (P<0.05) according to GO analysis.
XFHZP had many common targets with various organ damage targets and immune damage targets, with the ratio
of about 7.6%-97.8%. XFHZP had 173 intersection targets with SARS. Conclusion: XFHZP may treat
COVID-19 through anti-inflammatory, organ protecting and immune effects. It will provide a certain theoretical
basis for the development of drugs for COVID-19.
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Fig. 5 KEGG analysis bubble chart of XFHZP targets for treat-
ment of COVID-19
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Table 4 Ratio of common targets to disease targets

PO AR PR LA S XF-

i e M HZPRA %
acute lung injury 26 112 2222 97.8
immune injury 2904 697 30.7
cardiovascular 1938 629 27.7
liver injury 1543 478 21.0
renal injury 1281 438 19.3
SARS 341 173 7.6

SARS Y 7 5 8 5 ili 4 98 7 AH IR RS o T
Bt XFHZP J2 75 %t 87 78 5 R 253 il 2% A 1 6 1) B
B AE ], ¥ XFHZP 5 SARS PEA7 #0105 A2 4 W &1 9
(F). &5 % /8 XFHZP 5 SARS 47 173 4~ & 4
AL N 7.6% , 178 XFHZP A WA 1 B 1A 35 6L fii
R AT RE
3 XFHZPHIMRKAEERSH

A WG 2 X 90 1] 5 58 78 i Y 5k AR v B il A%
BB AT I R A 52, & B A A R IR & A AR S
PR R R Z T AR WA RS T %/ ¥k
HE A 3R 2k 10% 189 44 5 38 B 43 ) 2 R 3 B AR
JF ML TR GBI . XFHZP J5 Y 45 B o 24 76 i
bl R A L R R L LR LRI
S0 A R BRI
3.1 fERAEHT et Bl 4 5 UL 04 I PRORE IR 2 &
e, DA A2 R 3R 25 0 oA R R RAE T . RR
BP0 DR R JRR B R B R VAR Y
R A R 3 52 T A A I R Y b A R
YERI BT o S50 229 48 K, ok B & 461 % B iR
R R A 1 98 T 44 T AT R R R G LR R B R R
AT P b BRI, M B T SRR B AR S i R . Bk
HEAENVHE S R A A W A, B AR AR E T
T, bR K GE T R A KT S HIL R A T R
PRI AR o RE AR AR 9 & B N T R BT
S e PR BRI A I AR 1 A, i G 8 LA A
HLERA Rf i — 2 05T
3.2 kP REAEH AR b gk R = RIS A
R AR BT, 2 B B A% IR AL JE IR 2 %
2 B AR TR R 0 I T o B A
SRR AL RN 2 1) B O &R L 45 R Rk B B4
B AE ] R/AMR U HE Y > 2 > LR . F B
FE A 0 6B 1 SAC =5 40 W 1 [R) B 3 T 3 A
il Ji 96 IR FE R - - 36, A HE K GE E 2 -5 Rk
PR R R K 5y BRI RN B 77 AR AR R AR
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